TrkC (R&D Systems, 1:500). Cy2-, Cy3-and Cy5-conjugated secondary antibodies were obtained from Dianova. Fluorescence was visualized by laser-scanning microscopy (LSM 700, Carl-Zeiss), using Zen 2009 software. Figures were assembled using Adobe Photoshop and Adobe Illustrator.
For in situ hybridization P15 DRG were freshly embedded into OCT compound, 20 μm frozen sections were processed as previously described (32) .
Axon and axon diameter quantifications were performed on semi-thin sections of saphenous and interosseous nerves (33) . Axon diameter quantifications were performed using Adobe Photoshop and ImageJ.
Mouse lines
The c-Maf null and floxed c-Maf alleles were generated by homologous recombination in embryonic stem (ES) cells as described (34) . In the c-Maf null allele the c-Maf coding region was replaced by a cassette containing a gap43-LacZ and a self-excision neo cassette (35) . In the floxed c-Maf allele, one loxP site was introduced 1547 bp upstream of the ATG, and the second together with a FRT flanked neomycin resistance cassette 411bp downstream of the termination codon (Fig. S4A) . Mutant ES cells were injected into blastocysts to generate the mutant mouse strains. The neomycin cassette of the floxed c-Maf allele was removed by crossing F1 mice with FLPe deleter mice (36) .
Homologous recombination and removal of the neomycin resistance cassette were verified by Southern blot analysis ( 
Quantifications and statistical analysis
All neuron counts were performed on at least 10 sections of three or more animals/genotype. Other quantifications were done using at least three animals of each genotype. Unpaired Student's two-tailed t-tests were performed using Graphpad Prism 5 to determine significance. Average and SEM are displayed.
In vitro skin-nerve preparation
The skin-nerve preparation was used as described (20) . Single units were isolated with a mechanical search stimulus applied with a glass rod and classified by conduction velocity, von Frey hair thresholds and adaptation properties to suprathreshold stimuli (20) . Mechanical ramp-and-hold stimuli were applied with a computer-controlled nanomotor® (Kleindieck). The probe was a stainless steel metal rod with a flat circular contact area of 0.8 mm. To determine the proportion of mechanoinsensitive fibers, the receptive fields of randomly chosen nerve fibers were first located with an electrical stimulus and then probed for mechanosensitivity using a glass rod. To test the effect of linopirdine (Invitrogen), standardized supra-threshold displacement stimuli were applied to the receptive field. Stimuli duration was 2 seconds, separated by 58 seconds interruption. The overall stimulation period was 12 minutes. Linopirdine was added to a stainless steel ring that isolated receptive fields from the surrounding bath and prevented washout of the drug during the experiment.
The signal driving the movement of the mechanical stimulators and raw electrophysiological data were recorded with a Powerlab 4/30 system and Labchart 7.1 software (AD Instruments), and spikes were discriminated off-line using the spike histogram extension of the software.
Analysis of paw hair morphology and mechanosensory innervation
Electrophysiological analysis was performed on neurons innervating the lower leg and the paw. Hair of the dorsal aspect of the paw skin is distinct from other hair types. To define this more closely, hair was plugged and analyzed by dark field microscopy ( Fig.   S6D ). This showed that hair from the paw is shorter than guard, awl or zigzag hair in the back and is structurally similar to tail hair. Only one hair type is present in the paw that is innervated by circumferential and type I-III lanceolate endings.
Human psychophysics
The limits of spatial resolution in the fingertip were determined with a two-interval forced-choice tactile grating orientation test which was performed with the Tactile Acuity Cube™ and TAG JVP Domes™ (Med-Core TAG™) using a transformed-rule up and down trial design. Subjects had to detect whether a grating was pressed in a longitudinal or transverse orientation against their finger. Thresholds (79% probability) were calculated from the last ten of 15 turning points. Tactile acuity, i.e. the limits of spatial resolution in the fingertip, was not significantly different in c-MAF carriers and healthy subjects (Fig. S6J) .
Vibrotactile thresholds at different frequencies were determined with an ascending method of limits approach ( and each frequency was tested in triplicates. To avoid acoustic perception of vibratory stimuli white noise was played to the subjects via headphones during the time of testing.
Microarray and data analysis
Total RNA was isolated from P15 L3, L4, L5 and L6 DRGs using TRIzol (Invitrogen) and the RNeasy kit (Qiagen). Total RNA was labeled using the Illumina TotalPrep RNA Amplification Kit (Ambion) and hybridized to MouseRef-8 v2 Sentrix BeadChip arrays 6 (Illumina) as specified by the manufacturer. RNA of a single animal was used to generate cRNA for one chip. Quantile normalization and background subtraction were applied using Illumina Genome Studio, and microarray data was analyzed using the Partek Genomics Suite. Among the significantly deregulated genes (Benjamini Hochberg false discovery rate (FDR) <0.05), we identified c-Maf and others listed in Supporting Table 1 .
However, even among the non-significant changes (FDR >0.05, ANOVA p-value <0.001), we identified several genes that were indeed deregulated, as verified by RT-PCR or in situ hybridization (Supporting Table 1 ). MIAME compliant data was submitted to
Gene Expression Omnibus (GEO).
Animal behavior
The Rotarod test was performed essentially as described (38) . In brief, the experiment was performed on Ugo Basile Rota-Rod 47600. Acceleration was set to ramp from 4 to 40 rpm in 500s. The ridges on the plastic drums have been covered with bicycle inner tubing. Mice remaining on the apparatus after 500s were removed. Four trials per day were performed on 4 consecutive days, with 10 min breaks between trials. The data was analyzed by two-way ANOVA with Bonferroni post-test.
Real Time PCR analysis
RNA from P15 DRGs was isolated using TRIzol (Invitrogen) in accordance with the manufacturer's instructions. cDNA was synthetized using SuperScript III (Invitrogen).
Real time PCR was performed with Absolute qPCR SYBR Green mix (AbGene) on a Biorad C1000 Thermal cycler. Ct-values were normalized against Ube2l3. 
